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Setting the scene

$390 capstone module

* 3 TMAs (400 words, 800 words, 1800 words) and EMA (5000- word investigative report/Lit review)
 All projects include critical review of literature

 Tutors to award marks for referencing and citations and support students with skill

» Highlighting any issues to MT where AL see issues

Problem:
Supporting students with referencing skills. And MT ask ALs to check references. Especially important in
TMAOQO3/EMA

o Time consuming for ALs to check all reference list

o So ALs make random checks

o Could be missing incorrect/fabricated references.

o Unable to fully support students in developing referencing skills
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Referencing challenges

Students may not fully understand why they are referencing

» References seen as ornamental rather than integral to argument
 Believing referencing is about “avoiding plagiarism” not engaging scholarship
* Not understanding referencing to position themselves within the academic conversation

Cognitive overload while learning academic writing

* Understanding new content
 Structuring an argument
» Referencing becomes a secondary task, done quickly at the end when mental resources are depleted

We all want to support students and help them to develop and understanding of
appropriate referencing (the ‘ingredients’ as well as the ‘format’)

- Scaffold learning
- |dentify errors — and model good practice

The Open Solution: to support students, we need to accurately check references
University




The problem: checking student references

Berry, A.S.F. et al. (2021) ‘An Open-Source Toolkit To Expand Bioinformatics Training in Infectious
Diseases., mBio, 12(4), p. e0121421. doi:/10.1128/mBio0.01214-21.

Kostopoulou, O., Rosen, A., Round, T., Wright, E., Douiri, A. and Delaney, B. (207) 'Diagnostic accuracy of
GPs when using an early-intervention decision support system: a high-fidelity simulation’, British
Journal of General Practice, 67(656), pp. e201-e208. doi: 10.3399/bjgp17X689233.

Ce, N. and Kumpfel, T. (2024) 'Understanding Functional Neurological Disorder: Recent Insights and
Diagnostic Challenges', Journal of Clinical Medicine, 13(10), p. 2970. doi: 10.3390/jcm13102970.

Which one is real? Which parts are wrong?
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How does Agent Ref Work

> Breaks down a reference into parts: Authors, title, year, journal identifiers and a DOI

» Searches for the references on Crossref, doi and Pubmed, then matches parts to check the
validity of the reference

Crossref d Pu bL@Ed
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Agent Ref Scoring

« Checks whether key citation details agree with a real record, such as authors, title,
journal, year and DOI.

» Gives more weight to strong identifiers like a valid DOI but does not rely on the DOI
alone.

» Uses a cautious approach: a high score supports confidence, but major mismatches
can still flag a reference as suspicious.

How scoring works
« Combines multiple signals, not just one field.
 Prioritises strong matches such as DOI, title and author agreement.

» Flags references when the details do not fit together, even if part of the citation looks real.
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Agent Ref results

# Real » DOI verified with resolver + bibliographic match; OR Crossref-derived DOI verified at doi.org

+ match; OR PMCID/PMID verification

@ Manual review - web source / report / dataset > organisational or dataset/report-style web source
with URL

B Web Source (trusted) / B Web Source > general website/URL
A\ Suspicious » partial mismatch or unverifiable but well-formed

X possible falsification + fabricated pairing or failed checks
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Try it yourself

Scan the QR code or click the URL
» Open the test page

» https://melted-lily-2ac.notion.site/Agent-Ref-workshop-t
set-f6ad7285791141f69c51060b2a2f6bab

» Copy references

» Paste into Agent Ref

Which references could you spot by eye and where did the tool
help?

Where can you see a use for this tool?
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Potential Future development

Al Support

» Open the tool up to use on all modules for more Als
» Time saving for Als and cost savings for the University

Teaching

» Create a student teaching tool for use at all levels, to explain referencing issues to students in
an interactive.

» Speed up marking of references

Research

» Areference curator, a way of gathering links fromm academic papers quickly.
» Save academic time

Future versions

» Development of an enhanced version (002) that can analyse student documents and data files
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Summary

Agent Ref

» An automatic reference tool
» Identifies references which don't meet the cite them right format, quickly
» Atool to speed up a slow and laborious process and provide a rigorous output

» Potential uses in teaching, marking, academic integrity and research

Thanks for taking part and providing feedback

Please contact: Janette.Wallace@open.ac.uk, Karen.new@open.ac.uk,
and/or Mark.Hintze@open.ac.uk for further information
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Thank you
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Agent Ref 002

An extended version intended to work with documents from students

Agent Ref 002 -

¥ B Upload/Paste  ®, In-textreferencecheck [ Metadata [ Spelling [ Text metrics [ Imageanalysis @ Export

®_ Reference Validator

Online lo ps (DOl / PubMed ing [l Agent Ref validator.

Paste ref 1ces to run online ¢ Pubh / Cro
This tab can be used without uploading a document.

Show debug details

Implementations for the future
Citation number

Open University databases — for OU refs and
others such as arXiv

Journal validity
Link source checking: Al Tags
Highlight double references

The Open
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) anc wnload the results.

Academic integrity

Can check for many red flags in a students
work automatically

Streamline procedure
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